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Abstract 

Background Regorafenib was previously shown to reduce tumor-associated macrophages and potently inhibit col-
ony-stimulating factor 1 receptor (CSF1R), also known as CD115, in biochemical assays. The CSF1R signaling pathway 
is essential in the biology of the mononuclear/phagocyte system, which can promote the development of cancer.

Methods A deeper investigation of regorafenib’s effects on CSF1R signaling was performed using preclinical in vitro 
and in vivo studies with syngeneic CT26 and MC38 mouse models of colorectal cancer. Peripheral blood and tumor 
tissue were analyzed mechanistically by flow cytometry using antibodies against CD115/CSF1R and F4/80 and by 
ELISA for chemokine (C–C motif ) ligand 2 (CCL2) levels. These read-outs were correlated with drug levels for the 
detection of pharmacokinetic/pharmacodynamic relationships.

Results Potent inhibition of CSF1R by regorafenib and its metabolites M-2, M-4, and M-5 was confirmed in vitro in 
RAW264.7 macrophages. The dose-dependent growth inhibition of subcutaneous CT26 tumors by regorafenib was 
associated with a significant reduction in both the number of  CD115hi monocytes in peripheral blood and the num-
ber of selective subpopulations of intratumoral F4/80hi tumor-associated macrophages. CCL2 levels were not affected 
by regorafenib in blood but increased in tumor tissue, which may contribute to drug resistance and prevent complete 
tumor remission. An inverse relationship between regorafenib concentration and the number of  CD115hi monocytes 
and CCL2 levels was observed in peripheral blood, supporting the mechanistic involvement of regorafenib.

Conclusions These findings may be clinically useful in optimizing drug dosing using blood-based pharmacodynamic 
markers and in identifying resistance mechanisms and ways to overcome them by appropriate drug combinations.
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Background
Regorafenib (REG) is an orally administered small-
molecule multikinase inhibitor widely approved for the 
treatment of advanced colorectal cancer (CRC), gas-
trointestinal stromal tumor (GIST), and hepatocellular 
carcinoma (HCC) [1–3]. REG as a single agent has been 
shown to improve overall survival in patients with CRC 
or HCC and progression-free survival in patients with 
GIST. REG exerts antitumor activity by various mecha-
nisms, including inhibition of angiogenesis, tumor cell 
proliferation and metastasis, induction of apoptosis, 
and modulation of tumor immunity. These activities are 
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mediated by blocking multiple protein kinases, includ-
ing vascular endothelial growth factor (VEGF) receptor 
(VEGFR) 1–3, stem cell factor receptor (KIT), platelet-
derived growth factor receptor α and β, fibroblast growth 
factor receptor, rearranged during transfection receptor, 
wild-type and mutant (V600E) rapidly accelerated fibro-
sarcoma 1 kinase (B-RAF), and colony-stimulating factor 
1 (CSF1) receptor (CSF1R), also known as CD115 [4, 5].

To improve the activity of REG, it has been combined 
with other cancer therapeutics including immune check-
point inhibitors [6–8]. This was encouraged by the pre-
viously reported immunomodulatory effects of REG 
in preclinical models of CRC, HCC, and melanoma. In 
syngeneic models of CRC and HCC, REG was shown to 
reduce tumor-associated macrophages (TAMs), which 
are considered to enhance tumor growth [9–11], and to 
promote macrophage polarization toward the antitu-
morigenic M1 subtype, thereby increasing the M1:M2 
ratio [11, 12]. M2 macrophages secrete chemokine (C–C 
motif ) ligand 2 (CCL2)/monocyte chemoattractant pro-
tein-1 (MCP-1) [11], which promotes tumor growth by 
binding and activating C–C chemokine receptors type 2 
(CCR2), type 4 (CCR4), and type 5 (CCR5) [13] expressed 
on certain immune cells, endothelial cells, cancer-associ-
ated fibroblasts, and tumor cells. In patients with CRC, 
increased CCL2 expression was associated with worse 
outcomes [14] and resistance to VEGF/VEGFR2 inhibi-
tion by bevacizumab [15]. In a small cohort of patients 
with metastatic CRC, circulating levels of CCL2 at base-
line were significantly higher in nonresponders compared 
with healthy controls and tentatively higher compared 
with responders [16].

In addition, intratumoral regulatory T cells were 
depleted upon REG treatment in a syngeneic orthotopic 
CT26 CRC tumor model [12]. Similarly, patients with 
gastric cancer who responded to REG plus anti-pro-
grammed cell death protein-1 therapy showed reduced 
levels of intratumoral regulatory T cells [6]. In the RIL-
175 HCC cell line, REG induced CXCL10 expression, 
thereby promoting the infiltration of  CD8+CXCR3+ cyto-
toxic T lymphocytes into RIL-175 tumors. CXCL10 was 
also elevated in plasma samples of patients with HCC or 
acute myeloid leukemia after 2 weeks of REG treatment 
[17]. Correspondingly, REG was found to induce CXCL10 
expression in Huh7 and HepG2 cell lines [18]. In HCC 
models, REG in combination with immune checkpoint 
inhibitors was more effective at an intermittent dose, 
indicating that an optimal dose for immunomodulatory 
effects, which is different from the dose required for opti-
mal single-agent antitumor activity, exists for REG [11, 
17]. REG has also been identified as a potent inhibitor of 
interferon-γ-induced expression of programmed death-
ligand 1 and indoleamine 2,3-dioxygenase in a preclinical 

melanoma model, suggesting another immunomodula-
tory effect of REG [19].

We have previously shown that REG, and its major 
human metabolites M-2 and M-5, potently inhibit human 
recombinant CSF1R kinase in a biochemical competitive 
binding assay, with dissociation constants between 13 
and 27 nM [5]. CSF1R and its ligands macrophage CSF1 
and interleukin-34 play an important role in the mono-
nuclear/phagocyte system [20]. Because REG reduced 
the number of TAMs, it was of interest to further investi-
gate REG’s role in CSF1R signaling and the consequences 
on monocytes and macrophages in peripheral blood (PB) 
and CRC tumors. As selective CSF1R inhibitors, such 
as pexidartinib, were shown to reduce the number of 
 CD14dimCD16+ blood monocytes in patients with glio-
blastoma [21], this paper explores whether REG, which 
also inhibits CSF1R, has a similar effect.

Methods
Materials
REG, M-2, M-4, and M-5 were provided by Bayer AG. 
RAW264.7 (TIB-71) and CT26.WT (CRL-2638) cells 
were from the American Type Culture Collection. MC38 
cells were from the National Cancer Institute. The syn-
geneic CT26 (classified as microsatellite stable) [22] and 
MC38 (classified as microsatellite instable) [23] CRC 
mouse cell lines were derived from carcinogen-induced 
BALB/c and C57BL/6 mice, respectively [24, 25].

For cell culture experiments, drugs were dissolved and 
diluted in 100% dimethylsulfoxide (DMSO) prior to a 
final dilution of 1:200 in the culture medium, resulting 
in working drug concentrations and 0.5% DMSO. For 
in  vivo application, REG was dissolved in polypropyl-
ene glycol, polyethylene glycol 400 (PEG400), Pluronic 
F68, and water (34:34:12:20) (vehicle V1) or in PEG400 
and 125 mM methanesulfonic acid in water (80:20; v/v) 
(vehicle V2). Details of antibodies and polymerase chain 
reaction (PCR) probes are provided in the Methods in 
Additional file 1.

CSF1R inhibition in RAW264.7 cells
RAW264.7 cells  (106) were seeded into cell culture dishes 
6 cm in diameter and incubated in 4 mL RPMI/10% fetal 
bovine serum (Biochrom) for 24 h at 37 °C in a humidi-
fied 5%  CO2 atmosphere. Cells were washed once with 
phosphate-buffered saline (PBS) and starved in 3  mL 
RPMI/0.1% bovine serum albumin for another 24  h. 
Cells were then treated for 1  h at 37  °C with drugs at 
the indicated final concentrations, with 0.5% DMSO as 
vehicle control, or left untreated, and finally stimulated 
for 2 min at 37  °C with 100 ng/mL recombinant mouse 
CSF1 (R&D Systems) by adding 1 mL prewarmed starv-
ing medium containing 400  ng/mL CSF1. Dishes were 
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placed on ice and cells were immediately washed with 
ice-cold PBS and lysed with 50  µL lysis buffer (50  mM 
HEPES pH 7.5, 150 mM NaCl, 1.5 mM  MgCl2, 10% glyc-
erol, 1% Triton X-100, 0.5% desoxycholate, 0.2% sodium 
dodecyl sulfate, 1  mM ethylene glycol-bis[β-aminoethyl 
ether]-N,N,N′,N′-tetraacetic acid, 100  mM NaF, 10  mM 
 Na4P2O7, 1  mM  Na3VO4, 1% Phosphatase Inhibitor 
Cocktail 3 [Sigma-Aldrich], 1 mM phenylmethyl sulfonyl 
fluoride, Complete Protease Inhibitor Cocktail [Roche 
CustomBiotech; 1 tablet/10  mL], and 50  U/mL Benzo-
nase [Sigma-Aldrich]). Lysed cells were scraped into 
Eppendorf tubes, incubated on ice for 20 min, and cen-
trifuged at 4  °C for 10 min at 13,000  rpm; supernatants 
(lysates) were transferred into new tubes and stored at 
−80 °C.

Western blotting
Protein concentrations were determined using Pierce 
bicinchoninic acid assay (Thermo Fisher Scientific) and 
40  µg/lane of total lysate was separated by SDS-PAGE 
on 4–12% Criterion XT Bis–Tris Gels (Bio-Rad) and 
subsequently transferred to polyvinylidene difluoride 
membranes using the Trans Blot Turbo Blotting Sys-
tem (Bio-Rad). For antigen detection, membranes were 
blocked with PBS Odyssey blocking reagent (LI-COR 
Biosciences) for 1 h at room temperature (RT). Primary 
antibodies were incubated overnight at 4 °C and the fluo-
rescent secondary antibodies were incubated for 1  h at 
RT. After each antibody incubation, blots were washed 
with PBS with 0.05% Tween 20 (Carl Roth) for 15–30 min 
at RT. Fluorescent signals were quantitatively captured 
using the Odyssey DLx Infrared Imaging System (LI-
COR Biosciences) and the half-maximal inhibitory con-
centration  (IC50) values were calculated using GraphPad 
software (version 7 or newer).

In vivo pharmacology
All mouse experiments were approved by the relevant 
regulatory agency (State Office for Health and Social 
Affairs, Berlin, Germany; approval number: Reg 0010/19) 
and conducted in compliance with the German Animal 
Welfare Act. Animals were kept in a 12 h light/dark cycle 
at a housing temperature of 23 °C. Food and water were 
available ad  libitum. Therapies were well tolerated and 
decreases in body weight did not exceed 10% of body 
weight at the start of treatment; no drug-related deaths 
were observed.

CT26 tumor cells were cultivated in RPMI 1640 with 
2  mM L-glutamine (Gibco, Invitrogen GmbH) contain-
ing 10% fetal bovine serum (Gibco) at 37 °C and 5%  CO2. 
Cell lines were maintained in culture for no longer than 
6 months, and mycoplasma contamination was excluded 
by enzymatic test (MycoAlert, Lonza) prior to in  vivo 

application. Tumor cells (2 ×  106) were transplanted sub-
cutaneously into 6- to 8-week-old female BALB/c mice. 
Control mice were subjected to sham surgery without 
tumor cell transplantation. Blood and tumor samples 
were collected from untreated control and tumor-bearing 
mice on days 4 and 8 (n = 3 mice/group). The remaining 
tumor-bearing mice were randomized on day 8, by which 
time the tumor size had reached approximately 100  mm3, 
to the control groups V1 and V2 (n = 6 mice/group) and 
to the treatment groups REG(V1) and REG(V2) (n = 18 
mice/group), and treatment was immediately started. 
REG was administered at 10  mg/kg daily by oral gav-
age (5  mL/kg) for up to 10  days. For interim analysis, 
blood and tumor tissue were collected from each group 
(n = 3 mice/group) after 7  days of treatment. For phar-
macokinetic (PK)/pharmacodynamic (PD) relationship 
analysis, tissues were taken 24  h after the penultimate 
dose and 1, 3, 7, and 24 h after the ultimate dose. Tumor 
diameter was measured by caliper and body weight was 
determined at least twice weekly. Tumor volume was cal-
culated using the formula 0.5 × a × b2, where a and b are 
the long and short diameters of the tumor, respectively.

For tissue collection, mice were killed at predeter-
mined time points. Blood samples were collected after 
retrobulbar venous plexus puncture in MiniCollect tubes 
containing ethylenediaminetetraacetic acid (EDTA; 
Greiner Bio-One). Typically, 100 µL of blood was used 
per flow cytometry (FC) staining. The remaining mate-
rial was centrifuged for 10 min at 3000 g at 4 °C and the 
plasma supernatant was snap-frozen for further analyses. 
Tumors were removed, and their weights determined, 
then divided into three pieces, one of which was snap-
frozen, one formalin fixed and paraffin embedded, and 
one weighed and used for FC analyses.

Flow cytometry
For tumors, single-cell suspensions were prepared from 
the fresh tumor pieces using a mouse Tumor Disso-
ciation Kit (Miltenyi Biotec). The final cell pellets were 
resuspended in 1 mL FC buffer (PBS with 2 mM EDTA, 
0.5% bovine serum albumin). Then, 100 µL of the tumor 
single-cell suspensions and the EDTA blood samples 
were stained by addition of the antibody cocktail and 
incubated for 10 min at 4  °C according to the manufac-
turer’s instructions. After antibody incubation, blood 
samples were incubated with 2–3 mL lysis buffer (0.17 M 
 NH4Cl, 10 mM  KHCO3, 0.1 mM EDTA) for 10–20 min 
at RT to lyse and remove red blood cells. Subsequently, 
samples were centrifuged at 300 g for 5 min at 4 °C and 
cells were washed with 2–3  mL FC buffer. Tumor sam-
ples were washed immediately after antibody incubation 
with 2–3 mL FC buffer without the lysis procedure and 
centrifuged at 300 g for 5 min at 4  °C. Cell pellets from 
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blood and tumor samples were resuspended in 100  µL 
and 200 µL FC buffer, respectively. Next, 50 µL of blood 
and 70 µL of tumor cell suspensions were analyzed by FC 
using MACSQuant Analyzer 10 and MACSQuant Ana-
lyzer 16 (Miltenyi Biotec). FC data were analyzed with 
the FlowLogic software (Inivai Technologies distrib-
uted through Miltenyi Biotec; version 7.2.1) and gated 
as shown in Fig. S1 (see Additional file 2), whereby up to 
seven subpopulations were identified in the  CD45+ frac-
tion using antibodies against F4/80 and CD115. In blood, 
the analysis focused on the  CD115hiF4/80− population, 
henceforth referred to as  CD115hi. In tumor samples, 
the analysis focused on the F4/80hiCD115lo population, 
henceforth referred to as F4/80hi.

Enzyme‑linked immunosorbent assay (ELISA)
CCL2 was detected in plasma samples and tumor tissue 
using the U-Plex mouse MCP-1 ELISA Kit (Meso Scale 
Diagnostics) according to the manufacturer’s instruc-
tions. Measurements were performed at least in dupli-
cate. For plasma, 12.5 µL was analyzed per animal.

For tumors, snap-frozen tissue was subjected to cryo-
genic grinding using a Mixer Mill MM 400 and stainless 
steel beads (7 mm in diameter; Retsch) and subsequently 
lysed in Tris Lysis Buffer (Meso Scale Diagnostics). The 
lysates were centrifuged at 25,000  g at 4  °C for 10  min, 
protein concentrations were determined using the 
660 nm protein assay kit (Pierce), and 2–20 μg of lysate 
was used for CCL2 analysis. CCL2 concentrations were 
related to the amounts of tumor tissue taken for the lysis 
procedure.

Statistical analysis
Unless otherwise specified, formal hypothesis testing was 
conducted at the 5% confidence level for each statistical 
method. Analyses and computations were performed 
using SAS 9.4 software, except for the PK/PD analysis in 
the CT26 study, which was carried out using R 3.6.1.

The repeated tumor volume caliper measurements 
were compared to evaluate the difference in the growth 
slopes between vehicle and treated groups. All measure-
ments starting from day 8 to day 14 of the experiment 
were included. A covariance pattern model was applied, 
assuming linear growth for the  log10-transformed values, 
which corresponds to exponential growth when using 
the original values, and an AR(1) correlation structure 
between measurements of the same animal (see Addi-
tional file 1. Statistical analysis) [26].

One-sided Welch’s t-tests were applied for compari-
son of the average logarithmic CCL2 concentrations 
and logarithmic  CD115hi cell percentages of  CD45+ 
cells, respectively, in PB of sham-treated mice without 

tumors and tumor-bearing mice on days 4 and 8 of the 
experiment.

An overall comparison between treatment groups of 
the endpoints measured on CT26 and MC38 mice after 
they had been killed was performed using different sta-
tistical models. All available measurements starting from 
day 15 of the experiment (CT26 study) and from day 14 
of the experiment (MC38 study) were used for the evalu-
ation, except for intra-daily observations in the final 24 h.

Five analysis of variance (ANOVA) models were 
applied to analyze the  log10-transformed values of the 
tumor weight in the CT26 study, the CCL2 levels in the 
tumor in the CT26 and MC38 studies, and the CCL2 lev-
els in the PB in the CT26 and MC38 studies. The stand-
ard assumption of equal variances between treatment 
groups was applied for all endpoints, except for CCL2 
levels in the tumor in the MC38 study, for which unequal 
variances between treatment groups were allowed. A 
negative binomial regression model was applied to evalu-
ate percentages of  CD115hi and F4/80hi cells within the 
 CD45+ cell population in PB and tumor tissue, respec-
tively. Notably, tumor CCL2 measurements are the 
result of the geometric average of two to four replicates 
obtained from various ELISA measurements.

A PK/PD analysis using values from 24  h after the 
penultimate REG application (considered as baseline) 
and the subsequent intra-daily measurements at 1, 3, 7, 
and 24 h after the last REG application was performed to 
assess the correlation of the endpoints and the REG con-
centration at the intra-daily level. Response ratios with 
confidence interval [27] as deviation from baseline were 
derived for all endpoints, as well as for REG concentra-
tion in tumors and plasma. No formal hypothesis testing 
was conducted.

Results
REG and its metabolites M‑2 and M‑5 potently inhibit 
CSF1R in RAW264.7 macrophages
CSF1R is involved in the differentiation of TAMs from 
blood monocytes and is inhibited by REG and its metab-
olites M-2  and M-5 [5]. This finding was confirmed 
in  vitro in murine RAW264.7 macrophages. REG, M-2, 
M-4, and M-5 potently inhibited CSF1R with cellular 
 IC50 values between 18 and 273 nM across the two tested 
pY559 and pY721 phosphorylation sites, and these values 
correlated well with the biochemical values (Fig.  1A–D; 
see Additional file 2: Fig. S2). pY559 is described as being 
involved in receptor ubiquitination and degradation [28], 
and its inhibition was found to be consistently associ-
ated with concomitant reduction of ubiquitinated recep-
tor (Fig.  1B). The activation of the intracellular kinases 
ERK and AKT, which mediate CSF1R signaling, was 
also inhibited by all three compounds, with  IC50 in the 
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range of 239–783 nM and 63–276 nM, respectively [29] 
(Fig.  1A–D). This is considered to be a result of CSF1/
CSF1R signaling blockade because  there was no signifi-
cant biochemical inhibition of ERK and AKT by any of 
these compounds [4, 5]. The shutdown of the entire 
CSF1/CSF1R signaling cascade in macrophages by REG 
could explain the previously observed TAM effects.

REG inhibits the subcutaneous growth of CT26 CRC tumors 
in a dose‑dependent manner
To further investigate possible CSF1R-mediated immu-
nomodulatory effects of REG in  vivo, we first evaluated 
the effect of 10  mg/kg/day REG, which corresponds to 
the maximal clinical dose of 160 mg REG per day, on the 
subcutaneous growth of CT26 tumors in mice (Fig. 2A) 
[5, 30]. To rule out potential secondary vehicle effects 
on the immune system, REG was administered in a sec-
ond vehicle (V2) in addition to the standard vehicle (V1). 
Pharmacokinetically, REG exposure, in terms of area 
under the curve during 24 h at steady state (AUC (0–24)ss) 
and maximum concentration  (Cmax), was lower (1.5–2-
fold) in both plasma and tumor tissue after adminis-
tration in V2 compared with its administration in V1 

(see Additional file  2: Fig. S4). Besides underlining the 
importance of PK analyses to assess vehicle-dependent 
drug exposures, this provided the possibility to evalu-
ate dose-dependent effects. Tumor weight was signifi-
cantly reduced with REG(V1) and REG(V2) vs vehicle 
control; tumor volume was significantly reduced with 
REG(V1) only vs vehicle control (Fig.  2B–E; see Addi-
tional file  2: Fig. S5). REG(V1) was more effective than 
REG(V2), which correlates with the higher exposure of 
REG in REG(V1) vs REG(V2) and demonstrates the dose-
dependent antitumor activity of REG. The vehicle groups 
V1 and V2 were not significantly different.

CT26 tumors increase the number of  CD115hi monocytes 
and the concentration of CCL2 in PB
Protumorigenic TAMs are derived from blood mono-
cytes, which are attracted by cytokines released by 
tumors, such as CCL2 [31]. We analyzed whether CT26 
tumors affected monocytes and CCL2 levels in PB using 
FC gating for the REG target CD115 (see Additional 
file  2: Fig. S1A) and ELISA, respectively. Both the con-
centration of CCL2 and the percentage of  CD115hi cells 
were significantly higher in mice with tumors than in 

Fig. 1 REG inhibits CSF1/CSF1R signaling in macrophages in vitro. A Schematic diagram of CSF1R signaling relating to this study. B Western blot 
analysis of total lysates (40 µg/lane) from mouse RAW264.7 cells treated as indicated. Tyrosine phosphorylation sites correspond to the murine 
CSF1R. The two phosphorylation sites were analyzed on separate blots together with the total CSF1R and β-actin as loading control. The pY721 
blot was re-probed for total/pAKT and total/pERK was analyzed on a new blot. Fluorescent signals were captured densitometrically and used to 
determine  IC50. The whole blot figure is shown in Fig. S3 (see Additional file 2). C Example  IC50 determination using GraphPad software. DMSO 
without and with CSF1 stimulation was used as controls. D Cellular  IC50 values of various kinases are given as means with standard deviation. The 
number of assay replicates is given in brackets. *IC50 for pCSF1R is derived directly from the densitometric values of the respective pCSF1R bands 
without relating to the signal of total CSF1R, which was destabilized by M-4 and M-5 (see Additional file 2: Fig. S2). #Data for M-2 and M-5 taken from 
Zopf et al., 2016 [5]. IL, interleukin; K, competitive kinase binding assay; WB, western blot.
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sham-treated control mice without tumors 8  days after 
the start of the experiment, but not after 4 days (Fig. 3; 
see Additional file  2: Fig. S6). This indicates that CT26 
tumors may attract monocytes by secretion of CCL2 
and suggests that surgery did not have an effect. As REG 
inhibits CSF1R, we then examined its effects on mono-
cytes and CCL2.

REG reduces the number of  CD115hi monocytes but had 
no effect on CCL2 levels in PB
CD115hi monocytes were analyzed by FC in PB sam-
ples taken 24  h after the last dose of 7, 10, or 11 daily 
treatments with REG to assess the steady-state treat-
ment effect (Fig.  2A). REG(V1) significantly reduced 
the number of  CD115hi cells in PB vs V1 by about half 

Fig. 2 REG inhibits the growth of subcutaneous CT26 tumors in mice. A Schematic diagram of the study design including sampling details after 
the last REG dose. Gray triangles indicate sampling of untreated mice, black triangles of treated mice. B Fitted tumor growth curves and confidence 
areas based on tumor volume determinations within the exponential growth phase after treatment start. The untreated control was not included 
because the early sampling had an influence on the growth estimation. C Resected tumor weights after study termination. Tumors of the REG 
groups collected for PK analysis 1, 3, and 7 h after the last dose are omitted. Horizontal black lines represent mean values. V1 and V2 n = 6 tumors/
group; REG(V1) and REG(V2) n = 9 tumors/group. D Tumor weight estimates determined as described in the statistical section of the methods. 
E Statistical significances derived from tumor growth model and tumor weight estimations. Significant P-values are indicated in bold. TV, tumor 
volume; TW, tumor weight.

Fig. 3 REG reduces  CD115hi cells in PB and F4/80hi cells in tumors. Event analysis results are exemplified by selected single samples from the 
indicated groups. Regions of interest for  CD115hi cells in PB and F4/80hi cells in tumor tissue are framed. N/A, not applicable.
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(Fig. 3, Fig. 4A  [CD115hi cells]). No significant effect was 
observed for REG(V2) in comparison with V2, which 
is in line with the lower REG exposure in REG(V2) and 
indicates that this effect may occur only at a higher REG 
exposure. V1 and V2 did not differ from samples of 
untreated mice, suggesting that these two vehicles did 
not affect these cells. REG did not change CCL2 levels in 
corresponding plasma samples in this steady-state analy-
sis vs vehicle or untreated samples (Fig. 4A [CCL2]). Sim-
ilarly, REG reduced the number of  CD115hi cells in the 
blood of C57BL/6 mice with subcutaneous MC38 CRC 
tumors without affecting the CCL2 levels (see Additional 
file  2: Fig. S7A and C), indicating that this effect is not 
model specific.

REG transiently lowers the number of  CD115hi monocytes 
and the levels of CCL2 in PB within 24 h after the last dose, 
inverse to its concentration
To evaluate PK/PD relationships, we analyzed blood 
samples taken at various time points within 24  h after 
the last REG dose (Fig.  2A). Both  CD115hi monocytes 
and CCL2 were significantly reduced by REG(V1) and 
REG(V2) over time. This reduction became evident 1  h 

after the last dose and persisted until 3 h and 7 h, respec-
tively, before levels returned close to steady-state baseline 
by 24  h (Fig.  3 [Peripheral blood], Fig.  4B). The highest 
concentration of REG  (Cmax) in corresponding plasma 
samples occurred by 3  h before returning to baseline 
(Fig.  4B [REG]). A negative correlation was observed 
comparing the time curves of the relative concentration 
estimates between REG and both PD measures,  CD115hi 
cells and CCL2 (Fig. 4B [PK/PD]). This strongly indicates 
the involvement of REG, and thereby establishes a clear 
PK/PD relationship.

REG significantly reduces the number of intratumoral 
F4/80hi macrophages and increases CCL2 levels
Fresh tumor tissue was dissociated and analyzed by FC 
using the same gating strategy as applied for the PB cells 
(see Additional file 2: Fig. S1B). In untreated animals, a 
new intratumoral immune cell population, not found in 
the blood, was identified, which expressed high levels 
of F4/80 and low levels of CD115 (Fig. 3 [Tumor tissue]; 
see Additional file 2: Fig. S1B). These F4/80hi cells, con-
sidered to reflect TAMs, amounted to approximately 
25% of the  CD45+ fraction in untreated mice or vehicle 

Fig. 4 REG differentially affects the number of  CD115hi cells and the CCL2 levels in PB. Blood samples were collected according to the study design 
(Fig. 2A) and analyzed for  CD115hi cells by FC, for CCL2 by ELISA, and for REG by liquid chromatography–tandem mass spectrometry. Empirical data 
(emp) were analyzed as described in the statistical methods section and the resulting estimates (est) are shown below the corresponding empirical 
graphs. A Steady-state analysis. Samples of the REG groups collected for PK analysis 1, 3, and 7 h after the last dose are omitted. V1 and V2 n = 6 
animals/group; REG(V1) and REG(V2) n = 9 animals/group. Horizontal black lines represent mean values. Results of statistical tests on mean ratios for 
group comparison are tabulated. Significant P-values are indicated in bold. B PK/PD relationship analysis (n = 3 animals/group). Empirical data were 
analyzed as described in the statistical methods section and the resulting mean estimates with confidence interval (vertical bars) are presented 
below the corresponding empirical graphs as fold change relative to  t0 for  CD115hi and CCL2 and relative to  Cmax for REG. The horizontal dotted 
black line represents the baseline. Confidence intervals completely below or above the baseline indicate significant changes. The relationship of 
REG with  CD115hi and with CCL2 (PK/PD) is depicted based on the respective relative mean estimates.
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controls. They were detected on day 8 of tumor growth 
and remained at a constant level until the end of the 
study (Fig. 3 [Tumor tissue]). In contrast to the blood, 
only very small amounts (< 0.5%) of  CD45+CD115hi 
cells were detected in the tumor. In the steady-state 
analysis, REG(V1) reduced the number of F4/80hi cells 
significantly and dose dependently about threefold, and 
REG(V2) about twofold, vs V1 and V2, respectively. As 
expected from their different exposures, REG(V1) was 
more effective than REG(V2). The vehicle groups did 
not differ from untreated animals (Fig. 5A). When the 
CCL2 concentrations were determined in correspond-
ing tumor lysates, a trend toward higher levels was 
found in the tumors after treatment with REG vs vehi-
cle controls (Fig. 5A [CCL2]). Comparable results were 
also obtained with MC38 tumors. REG significantly 
reduced the F4/80hi population, which also appeared 
in these tumors, by more than twofold, even at a dos-
age of 5  mg/kg/day, vs vehicle (see Additional file  2: 
Fig. S7B and C). REG also dose dependently increased 
CCL2 concentrations in MC38 tumors (see Additional 
file 2: Fig. S7B and C).

No PK/PD relationships between REG and intratumoral 
F4/80hi macrophages or CCL2 occur in tumor tissue
For PK/PD relationships in the tumor, samples from the 
same time points as for blood were analyzed (Fig.  2A). 
Marginal changes were observed for both PD mark-
ers, which statistically did not deviate significantly from 
baseline levels (Fig.  5B). When the concentration–time 
curves between REG and F4/80hi cells and CCL2 were 
compared, an overlapping profile was observed for both 
PD markers (Fig.  5B [PK/PD]). At REG’s  Cmax, both 
markers exceeded baseline in the REG(V1) group, which 
had a higher REG exposure; they were below baseline 
in the REG(V2) group, in which the REG exposure was 
only half of that in the REG(V1) group. This observation 
relates to previous findings [11, 17] and supports the sug-
gestion that REG may exert its immunomodulatory activ-
ity at an optimal biological dose.

REG reduces selective subpopulations of TAMs
REG treatment did not deplete tumor tissue entirely from 
TAMs (Fig.  5A [F4/80hi]). We applied quantitative real-
time PCR (qRT-PCR) to characterize the remaining TAM 
fraction. We selected various TAM-associated genes, 

Fig. 5 REG differentially affects the number of F4/80hi cells and the CCL2 levels in tumor tissue. Tumor samples were collected according to the 
study design (Fig. 2A) and analyzed for F4/80hi cells by FC, for CCL2 by ELISA, and for REG by liquid chromatography–tandem mass spectrometry. 
Empirical data (emp) were analyzed as described in the statistical methods section and the resulting estimates (est) are shown below the 
corresponding empirical graphs. A Steady-state analysis. Samples of the REG groups collected for PK analysis 1, 3, and 7 h after the last dose 
are omitted. V1 and V2 n = 6 animals/group; REG(V1) and REG(V2) n = 9 animals/group. Horizontal black lines represent mean values. Results of 
statistical tests on mean ratios for group comparison are tabulated. Significant P-values are indicated in bold. B PK/PD relationship analysis (n = 3 
animals/group). Empirical data were statistically analyzed as described in the respective methods sections and the resulting mean estimates with 
confidence interval (vertical bars) are presented below the respective empirical data as fold change relative to  t0 for F4/80hi and CCL2 and relative 
to  Cmax for REG. The horizontal dotted black line represents the baseline. Confidence intervals completely below or above the baseline indicate 
significant changes. The relationship of REG with F4/80hi and with CCL2 (PK/PD) is depicted based on the respective relative mean.
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including candidate genes specific for recently identified 
subpopulations [32], and compared REG(V1) with V1 
tumor samples. REG significantly reduced the transcript 
frequencies of various genes, such as Adgre1 (F4/80) and 
CSF1R (see Additional file 2: Fig. S8), which is in line with 
our FC data, as well as Mrc1 (CD206), a marker for pro-
tumorigenic M2-TAMs, previously shown by immuno-
fluorescence staining to be reduced by REG in orthotopic 
CT26 tumors [12]. Furthermore, the frequencies of Maf 
and Mgl2, markers of TAM subpopulations considered to 
be associated with sensitivity to CSF1R inhibitors, were 
also reduced, whereas the frequencies of MafB, VEGFA, 
and Hilpda, indicators of resistance to CSF1R inhibitors 
[32], as well as Arg1 and Nos2, were unchanged. The fact 
that REG does not reduce Nos2, a M1-TAM marker, in 
contrast to Mrc1, is an indicator of an increased M1:M2 
ratio impeding tumor growth.

Discussion
In this study, we found that after prolonged treatment, 
REG significantly and persistently reduced  CD115hi 
monocytes in PB and in parallel F4/80hi macrophages 
in tumors in two different CRC models, by inhibition 
of CSF1R. The reduction of tumor-growth-promoting 

F4/80hi M2 macrophages in favor of antitumorigenic 
M1 macrophages relieves the immunosuppressive envi-
ronment and contributes to tumor growth inhibition by 
REG. However, we also observed a persistent increase in 
CCL2 in CRC tumors, but not in PB, which may protect 
tumors from complete elimination by REG and eventu-
ally cause resistance to REG treatment (Fig. 6).

Untreated CRC tumors release CCL2 into the circula-
tion, which is accompanied by an increase of  CD115hi 
monocytes in PB and strongly suggests that  CD115hi 
monocytes are mobilized by CCL2, most likely from 
the bone marrow, thereby confirming previous findings 
[13]. By day 8 after tumor cell inoculation, blood levels of 
CCL2 and  CD115hi cells were significantly higher than in 
sham-treated mice without tumors, indicating that these 
effects are tumor specific. CCL2 may be derived directly 
from CT26 and MC38 tumor cells, as observed in in vitro 
cultures [33–35], although this was not seen for CT26 
cells  by others [36], or induced in  vivo under hypoxic 
conditions in tumor cells or other cells of the tumor 
microenvironment [37, 38]. We cannot exclude that other 
chemokines such as CCL5, which can mobilize  CD115hi 
monocytes, are also released [39]. By day 8, tumors con-
tain a large population of F4/80hi macrophages, which are 

Fig. 6 Immunomodulatory effects of regorafenib via inhibition of CSF1R. Untreated CRC tumors release CCL2 into the circulation, which induces 
an increase of  CD115hi immune cells in the blood, presumably mostly monocytes mobilized from bone marrow precursors. This is accompanied 
by a rise in F4/80hi TAMs, which also express CD115, although at a lower level compared with the  CD115hi cells in the blood, and which mediates 
their survival, proliferation, and differentiation into the protumorigenic M2 subtype. In tumor-bearing mice treated with REG, inhibition of CSF1R 
results in a concerted and significant reduction in the number of  CD115hi cells in the blood and F4/80hi cells in the tumor. Residual TAMs by default 
become the antitumorigenic M1 subtype. This contributes to tumor growth inhibition, together with other effects mediated by the inhibition of 
multiple other kinases by REG. Complete tumor remission by REG may be prevented by upregulation of tumor-trophic CCL2.
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presumably derived at least partially from the activated 
 CD115hi cells in the PB. They express CD115, although 
at a lower level than  CD115hi cells, which  are found in 
the PB. When activated by CSF1, they differentiate into 
M2-type macrophages accompanied by the CSF1-regu-
lated expression of F4/80 [40].

In REG-treated mice,  CD115hi and F4/80hi cells are 
significantly reduced, which is most likely mediated by 
inhibition of CSF1R for the following reasons. Similar 
reductions of blood monocytes and TAMs were observed 
in CSF1R knock-out mice or mice treated with selec-
tive CSF1R inhibitors [21, 41, 42]. In vitro, REG potently 
inhibited murine CSF1R in RAW264.7 macrophages 
with an  IC50 of approximately 30  nM. The cumulative 
unbound drug concentration of REG, M-2, M-4, and M-5 
estimated from their maximal tumor concentrations is 
well above the in vitro  IC50 both in plasma and in tumor 
tissue, which should enable CSF1R inhibition in  vivo. 
Notably, in contrast to humans, significant amounts of 
M-4 accumulate during the biotransformation of REG 
in mice. M-4 has similar pharmacologic activity to REG, 
M-2, and M-5, and may cumulatively add to the pharma-
cologic activity of REG. In a competition binding assay, 
M-4 inhibits the reference kinase VEGFR2, with an  IC50 
of 37  nM compared with 14  nM for REG. Similarly, it 
exerts high binding to mouse plasma, resulting in an 
unbound fraction of 0.332%, comparable to REG, M-2, 
and M-5 [5]. Although we tried various approaches, we 
could not reproducibly demonstrate the reduction of 
phospho-CSF1R by REG in  vivo, despite the detection 
of total CSF1R. This may be due to the high instability of 
phospho-CSF1R or to its levels being below the detection 
limits of our assays. Finally, a negative PK/PD relation-
ship between  CD115hi cells and REG was observed in the 
blood.

TAMs became a therapeutic target because their ele-
vated numbers have been correlated with poor prognosis 
in patients with different cancers, and their inactivation 
is considered to improve clinical outcomes [39, 43]. How-
ever, in CRC the situation is less clear because favorable 
effects of TAMs have also been reported [44], and it may 
be necessary to differentiate between primary and meta-
static tumors and between different macrophage sub-
types, which were recently described [45]. REG did not 
fully eliminate the intratumoral F4/80hi cells. It appears to 
selectively reduce those that are sensitive to an inhibitory 
anti-CSF1R antibody and not those that are resistant to 
the antibody. A resistant subtype expressing VEGF-A was 
associated with the tumor vasculature and speculated to 
promote angiogenesis, thereby hampering antitumor 
activity. By inhibiting VEGFRs, REG may overcome the 
effects of this resistant macrophage subtype. REG had no 
significant impact on antitumorigenic M1 macrophages 

as their marker Nos2 remained unchanged in the qRT-
PCR analysis, in contrast to the M2 macrophage marker 
CD206/Mrc1, which was strongly reduced. This could 
lead to an improved M1:M2 ratio, confirming previous 
immunofluorescence data in orthotopic CT26 tumors 
[12], and favorably affect antitumor activity.

REG significantly inhibited tumor growth vs vehicle but 
did not induce partial or complete remission. Seemingly, 
reducing protumorigenic TAMs and inhibiting VEGFR2 
signaling, which not only blocks angiogenesis but also 
affects other immune cells such as regulatory and cyto-
toxic T cells, are insufficient to eliminate the tumor. 
Notably, this includes other receptor tyrosine kinases 
such as VEGFR1 and cKIT, which are also involved in 
immunological processes and inhibited by REG [46]. We 
found that sustained REG treatment leads to an increase 
of intratumoral CCL2, a potential counteracting mecha-
nism. CCL2 was shown to protect tumor cells and may 
even induce resistance, as shown for  docetaxel in lung 
cancer cells and for sorafenib in HCC [47, 48]. Inhibi-
tors of the CCL2/CCR2 signaling pathway have been 
tested clinically [49] and may be beneficial in combina-
tion with REG. In support of this, curcumin, among 
other drugs, was shown to reduce CCL2 [49]; a different 
study observed a synergistic effect of REG and curcumin 
in preclinical CRC models [50].

Conclusions
Our data may be of clinical relevance. Reduction of 
 CD14dimCD16+ monocytes was shown in the PB of 
patients with glioblastoma treated with the highly selec-
tive CSF1R inhibitor PLX3397 [21] and of patients with 
diffuse-type giant cell tumor treated with the anti-CSF1R 
antibody RG7155 [42]. If this also occurs in patients 
treated with REG, it could serve as an easy blood-based 
marker to monitor the activity of REG and support dose 
optimization for combination therapies or for personal-
ized monotherapy given the highly variable PK of REG in 
patients [30, 51]. Elevated baseline plasma levels of CCL2 
and CCL5 were associated with REG nonresponders in a 
small clinical study in patients with CRC [16]. Our data 
suggest that it might be worth determining the levels of 
CCL2 in tumor biopsies post-REG treatment to evaluate 
resistance mechanisms and provide indications for sub-
sequent combination therapies.

Abbreviations
AKT  Protein kinase B
ANOVA  Analysis of variance
AUC (0–24)ss  Area under the curve during 24 h at steady state
CCL2  Chemokine (C–C motif ) ligand 2
CCR   C–C chemokine receptor
Cmax  Maximum concentration
CRC   Colorectal cancer



Page 11 of 13Grünewald et al. European Journal of Medical Research          (2023) 28:147 
 

CSF1  Colony-stimulating factor 1
CSF1R  Colony-stimulating factor 1 receptor
CXCL10  C-X-C motif chemokine ligand 10
DMSO  Dimethylsulfoxide
EDTA  Ethylenediaminetetraacetic acid
ELISA  Enzyme-linked immunosorbent assay
emp  Empirical
est  Estimate/s
ERK  Extracellular-signal regulated kinase
FC  Flow cytometry
GIST  Gastrointestinal stromal tumor
HCC  Hepatocellular carcinoma
IC50  Half-maximal inhibitory concentration
IL-34  Interleukin 34
MCP-1  Monocyte chemoattractant protein-1
Nos2  Nitric oxide synthase 2
PB  Peripheral blood
PBS  Phosphate-buffered saline
PCR  Polymerase chain reaction
pCSF1R  PhosphoCSF1R
PD  Pharmacodynamic
PK  Pharmacokinetic
qRT-PCR  Quantitative real-time PCR
REG  Regorafenib
RT  Room temperature
TAM  Tumor-associated macrophage
V  Vehicle
VEGF  Vascular endothelial growth factor
VEGFR  Vascular endothelial growth factor receptor

Supplementary Information
The online version contains supplementary material available at https:// doi. 
org/ 10. 1186/ s40001- 023- 01099-2.

Additional file 1: Table S1. Antibody list. Table S2. qRT-PCR probes. Sup-
plementary methods. In vivo pharmacology (MC38 study), PK, qRT-PCR, 
Statistical analysis, References.

Additional file 2: Supplementary figures. Figure S1. FC gating 
schemes for the detection of CD115- and/or F4/80-expressing immune 
cells in PB and CT26 tumor tissue. Figure S2. REG metabolites M-2, M-4, 
and M-5 inhibit CSF1/CSF1R signaling in macrophages in vitro. Figure 
S3. Entire western blots corresponding to the cropped regions depicted 
in Fig. 1B. Figure S4. PK parameters of REG and its metabolites M-2, M-4, 
and M-5 in A plasma and B CT26 tumor tissue from BALB/c mice. Figure 
S5. REG inhibition of CT26 tumor growth, represented by individual tumor 
growth curves. Figure S6. CT26 tumors induce elevation of  CD115hi cells 
and CCL2 in PB. Figure S7. Effects of REG on  CD115hi cells, F4/80hi cells, 
and CCL2 in C57BL/6 mice with MC38 CRC tumors at steady state. Figure 
S8. Effects of REG on macrophage subpopulations by qRT-PCR analysis of 
selected marker genes.

Acknowledgements
Expert technical assistance was provided by Sylvia Zacharias, Hagen Muckwar, 
Alexander Walter, René Zernicke (all Bayer AG), Annelie Freitag (Nuvisan ICB 
GmbH), Diana Anders, Lena Timm, and Romy Leu (all EPO Berlin-Buch GmbH). 
ELISA studies for intratumoral CCL2 were performed by Dr. Gerrit Erdmann, 
Anja Arndt, and Przemyslaw Dudys (all NMI TT GmbH, NMI TT Pharmaservices 
Berlin, Germany). Editorial assistance in the preparation of this manuscript was 
provided by Victoria Jones of OPEN Health Communications (London, UK), 
with financial support from Bayer.

Author contributions
SG: study concept and design, experimental work, data analysis and interpre-
tation, writing and reviewing the manuscript, and approval of submission.  
MS: study concept and design, experimental work, data analysis and inter-
pretation, writing and reviewing the manuscript, and approval of submission. 
MR: statistical analysis, writing and reviewing the manuscript, and approval of 
submission. JR: statistical analysis, writing and reviewing the manuscript, and 

approval of submission. LF: study concept and design, experimental work, 
data analysis and interpretation, writing and reviewing the manuscript, and 
approval of submission. DZ: study concept and design, experimental work, 
data analysis and interpretation, writing and reviewing the manuscript, and 
approval of submission. All authors read and approved the final manuscript.

Funding
In vivo experiments were performed by Experimental Pharmacology & Oncol-
ogy GmbH, ELISA studies were performed by NMI TT GmbH, and statistical 
analyses were performed by Chrestos Concept GmbH & Co. KG, all under 
fee-for-service contractual agreements.

Availability of data and materials
All methods and materials used are described in the manuscript and data can 
be obtained from the corresponding author upon request.

Declarations

Ethics approval and consent to participate
The animal experiments were approved by the regulatory agency of the 
German Federal State of Berlin (State Office for Health and Social Affairs) as 
indicated in the methods section.

Consent for publication
Not applicable.

Competing interests
SG, MR, LF, and DZ were full-time employees of Bayer AG at the time of the 
study. SG and DZ are now full-time employees at Nuvisan ICB GmbH. MS is 
a full-time employee of EPO Berlin-Buch GmbH. JR is a full-time employee of 
Chrestos Concept GmbH & Co. KG.

Received: 13 September 2022   Accepted: 15 March 2023
Published: 3 April 2023

References
 1. Grothey A, Van Cutsem E, Sobrero A, Siena S, Falcone A, Ychou M, et al. 

Regorafenib monotherapy for previously treated metastatic colorectal 
cancer (CORRECT): an international, multicentre, randomised, placebo-
controlled, phase 3 trial. Lancet. 2013;381:303–12.

 2. Demetri GD, Reichardt P, Kang YK, Blay JY, Rutkowski P, Gelderblom H, 
et al. Efficacy and safety of regorafenib for advanced gastrointestinal 
stromal tumours after failure of imatinib and sunitinib (GRID): an interna-
tional, multicentre, randomised, placebo-controlled, phase 3 trial. Lancet. 
2013;381:295–302.

 3. Bruix J, Qin S, Merle P, Granito A, Huang YH, Bodoky G, et al. Regorafenib 
for patients with hepatocellular carcinoma who progressed on sorafenib 
treatment (RESORCE): a randomised, double-blind, placebo-controlled, 
phase 3 trial. Lancet. 2017;389:56–66.

 4. Wilhelm SM, Dumas J, Adnane L, Lynch M, Carter CA, Schütz G, et al. 
Regorafenib (BAY 73–4506): a new oral multikinase inhibitor of angio-
genic, stromal and oncogenic receptor tyrosine kinases with potent 
preclinical antitumor activity. Int J Cancer. 2011;129:245–55.

 5. Zopf D, Fichtner I, Bhargava A, Steinke W, Thierauch KH, Diefenbach K, 
et al. Pharmacologic activity and pharmacokinetics of metabolites of 
regorafenib in preclinical models. Cancer Med. 2016;5:3176–85.

 6. Fukuoka S, Hara H, Takahashi N, Kojima T, Kawazoe A, Asayama M, et al. 
Regorafenib plus nivolumab in patients with advanced gastric or colorec-
tal cancer: an open-label, dose-escalation, and dose-expansion phase Ib 
trial (REGONIVO, EPOC1603). J Clin Oncol. 2020;38:2053–61.

 7. Wang C, Chevalier D, Saluja J, Sandhu J, Lau C, Fakih M. Regorafenib and 
nivolumab or pembrolizumab combination and circulating tumor DNA 
response assessment in refractory microsatellite stable colorectal cancer. 
Oncologist. 2020;25:e1188–94.

 8. Cousin S, Cantarel C, Guegan JP, Gomez-Roca C, Metges JP, Adenis A, et al. 
Regorafenib-avelumab combination in patients with microsatellite stable 

https://doi.org/10.1186/s40001-023-01099-2
https://doi.org/10.1186/s40001-023-01099-2


Page 12 of 13Grünewald et al. European Journal of Medical Research          (2023) 28:147 

colorectal cancer (REGOMUNE): a single-arm, open-label, Phase II trial. 
Clin Cancer Res. 2021;27:2139–47.

 9. Abou-Elkacem L, Arns S, Brix G, Gremse F, Zopf D, Kiessling F, et al. 
Regorafenib inhibits growth, angiogenesis, and metastasis in a 
highly aggressive, orthotopic colon cancer model. Mol Cancer Ther. 
2013;12:1322–31.

 10. Hoff S, Grünewald S, Röse L, Zopf D. Immunomodulation by regorafenib 
alone and in combination with anti PD1 antibody on murine models of 
colorectal cancer. Ann Oncol. 2017;28:v423.

 11. Ou DL, Chen CW, Hsu CL, Chung CH, Feng ZR, Lee BS, et al. Regorafenib 
enhances antitumor immunity via inhibition of p38 kinase/Creb1/
Klf4 axis in tumor-associated macrophages. J Immunother Cancer. 
2021;9:e001657.

 12. Doleschel D, Hoff S, Koletnik S, Rix A, Zopf D, Kiessling F, et al. Regorafenib 
enhances anti-PD1 immunotherapy efficacy in murine colorectal cancers 
and their combination prevents tumor regrowth. J Exp Clin Cancer Res. 
2021;40:288.

 13. Kadomoto S, Izumi K, Mizokami A. Roles of CCL2-CCR2 axis in the tumor 
microenvironment. Int J Mol Sci. 2021;22:8530.

 14. Liu Y, Pan J, Pan X, Wu L, Bian J, Lin Z, et al. Klotho-mediated targeting 
of CCL2 suppresses the induction of colorectal cancer progression by 
stromal cell senescent microenvironments. Mol Oncol. 2019;13:2460–75.

 15. Feng H, Liu K, Shen X, Liang J, Wang C, Qiu W, et al. Targeting tumor 
cell-derived CCL2 as a strategy to overcome Bevacizumab resistance in 
ETV5(+) colorectal cancer. Cell Death Dis. 2020;11:916.

 16. Ricci V, Granetto C, Falletta A, Paccagnella M, Abbona A, Fea E, et al. Cir-
culating cytokines and outcome in metastatic colorectal cancer patients 
treated with regorafenib. World J Gastrointest Oncol. 2020;12:301–10.

 17. Shigeta K, Matsui A, Kikuchi H, Klein S, Mamessier E, Chen IX, et al. 
Regorafenib combined with PD1 blockade increases CD8 T-cell infiltra-
tion by inducing CXCL10 expression in hepatocellular carcinoma. J 
Immunother Cancer. 2020;8:e001435.

 18. Sasaki R, Kanda T, Fujisawa M, Matsumoto N, Masuzaki R, Ogawa M, et al. 
Different mechanisms of action of regorafenib and lenvatinib on Toll-like 
receptor-signaling pathways in human hepatoma cell lines. Int J Mol Sci. 
2020;21:3349.

 19. Wu RY, Kong PF, Xia LP, Huang Y, Li ZL, Tang YY, et al. Regorafenib pro-
motes antitumor immunity via inhibiting PD-L1 and IDO1 expression in 
melanoma. Clin Cancer Res. 2019;25:4530–41.

 20. Hume DA, Irvine KM, Pridans C. The mononuclear phagocyte system: the 
relationship between monocytes and macrophages. Trends Immunol. 
2019;40:98–112.

 21. Butowski N, Colman H, De Groot JF, Omuro AM, Nayak L, Wen PY, et al. 
Orally administered colony stimulating factor 1 receptor inhibitor 
PLX3397 in recurrent glioblastoma: an Ivy Foundation Early Phase Clinical 
Trials Consortium phase II study. Neuro Oncol. 2016;18:557–64.

 22. Castle LM, Boegel S, de Graaf J, Bender C, Tadmor AD, et al. JC Immu-
nomic, genomic and transcriptomic characterization of CT26 colorectal 
carcinoma. BMC Genomics. 2014;15:190.

 23. Efremova M, Rieder D, Klepsch V, Charoentong P, Finotello F, Hackl H, et al. 
Targeting immune checkpoints potentiates immunoediting and changes 
the dynamics of tumor evolution. Nat Commun. 2018;9:32.

 24. Griswold DP, Corbett TH. A colon tumor model for anticancer agent 
evaluation. Cancer. 1975;36:2441–4.

 25. Corbett TH, Griswold DP Jr, Roberts BJ, Peckham JC, Schabel FM Jr. Tumor 
induction relationships in development of transplantable cancers of 
the colon in mice for chemotherapy assays, with a note on carcinogen 
structure. Cancer Res. 1975;35:2434–9.

 26. Zavrakidis I, Jóźwiak K, Hauptmann M. Statistical analysis of longitudinal 
data on tumour growth in mice experiments. Sci Rep. 2020;10:9143.

 27. Borenstein M, Hedges LV, Higgins JP, Rothstein HR. Effect sizes based on 
means. In: Introduction to meta‐analysis; 2009. p. 21–3.

 28. Xiong Y, Song D, Cai Y, Yu W, Yeung YG, Stanley ER. A CSF-1 receptor phos-
photyrosine 559 signaling pathway regulates receptor ubiquitination and 
tyrosine phosphorylation. J Biol Chem. 2011;286:952–60.

 29. Stanley ER, Chitu V. CSF-1 receptor signaling in myeloid cells. Cold Spring 
Harb Perspect Biol. 2014;6:a021857.

 30. Strumberg D, Scheulen ME, Schultheis B, Richly H, Frost A, Büchert M, 
et al. Regorafenib (BAY 73–4506) in advanced colorectal cancer: a phase I 
study. Br J Cancer. 2012;106:1722–7.

 31. Bailey C, Negus R, Morris A, Ziprin P, Goldin R, Allavena P, et al. Chemokine 
expression is associated with the accumulation of tumour associated 
macrophages (TAMs) and progression in human colorectal cancer. Clin 
Exp Metastasis. 2007;24:121–30.

 32. Zhang L, Li Z, Skrzypczynska KM, Fang Q, Zhang W, O’Brien SA, et al. 
Single-cell analyses inform mechanisms of myeloid-targeted therapies in 
colon cancer. Cell. 2020;181:442–59.e29.

 33. Huang G, Yin L, Lan J, Tong R, Li M, Na F, et al. Synergy between peroxi-
some proliferator-activated receptor γ agonist and radiotherapy in 
cancer. Cancer Sci. 2018;109:2243–55.

 34. Shi YJ, Hu SJ, Zhao QQ, Liu XS, Liu C, Wang H. Toll-like receptor 4 (TLR4) 
deficiency aggravates dextran sulfate sodium (DSS)-induced intes-
tinal injury by down-regulating IL6, CCL2 and CSF3. Ann Transl Med. 
2019;7:713.

 35. Arabzadeh A, Dupaul-Chicoine J, Breton V, Haftchenary S, Yumeen S, 
Turbide C, et al. Carcinoembryonic antigen cell adhesion molecule 1 long 
isoform modulates malignancy of poorly differentiated colon cancer 
cells. Gut. 2016;65:821–9.

 36. Huang S, Singh RK, Xie K, Gutman M, Berry KK, Bucana CD, et al. Expres-
sion of the JE/MCP-1 gene suppresses metastatic potential in murine 
colon carcinoma cells. Cancer Immunol Immunother. 1994;39:231–8.

 37. Kiraga Ł, Cheda Ł, Taciak B, Różańska K, Tonecka K, Szulc A, et al. Changes 
in hypoxia level of CT26 tumors during various stages of development 
and comparing different methods of hypoxia determination. PLoS ONE. 
2018;13:e0206706.

 38. Gschwandtner M, Derler R, Midwood KS. More than just attractive: how 
CCL2 influences myeloid cell behavior beyond chemotaxis. Front Immu-
nol. 2019;10:2759.

 39. Mantovani A, Marchesi F, Malesci A, Laghi L, Allavena P. Tumour-associ-
ated macrophages as treatment targets in oncology. Nat Rev Clin Oncol. 
2017;14:399–416.

 40. Hume DA, Pavli P, Donahue RE, Fidler IJ. The effect of human recombinant 
macrophage colony-stimulating factor (CSF-1) on the murine mononu-
clear phagocyte system in vivo. J Immunol. 1988;141:3405–9.

 41. Dai XM, Ryan GR, Hapel AJ, Dominguez MG, Russell RG, Kapp S, et al. Tar-
geted disruption of the mouse colony-stimulating factor 1 receptor gene 
results in osteopetrosis, mononuclear phagocyte deficiency, increased 
primitive progenitor cell frequencies, and reproductive defects. Blood. 
2002;99:111–20.

 42. Ries CH, Cannarile MA, Hoves S, Benz J, Wartha K, Runza V, et al. Targeting 
tumor-associated macrophages with anti-CSF-1R antibody reveals a 
strategy for cancer therapy. Cancer Cell. 2014;25:846–59.

 43. Li C, Xu X, Wei S, Jiang P, Xue L, Wang J. Tumor-associated macrophages: 
potential therapeutic strategies and future prospects in cancer. J Immu-
nother Cancer. 2021;9:e001341.

 44. Zhang QW, Liu L, Gong CY, Shi HS, Zeng YH, Wang XZ, et al. Prognostic 
significance of tumor-associated macrophages in solid tumor: a meta-
analysis of the literature. PLoS ONE. 2012;7:e50946.

 45. Wang H, Tian T, Zhang J. Tumor-associated macrophages (TAMs) in colo-
rectal cancer (CRC): from mechanism to therapy and prognosis. Int J Mol 
Sci. 2021;22:8470.

 46. Peng C, Rabold K, Mulder WJM, Jaeger M, Netea-Maier RT. Kinase inhibi-
tors’ effects on innate immunity in solid cancers. Cancers. 2021;13:5695.

 47. Zhou SL, Zhou ZJ, Hu ZQ, Huang XW, Wang Z, Chen EB, et al. Tumor-asso-
ciated neutrophils recruit macrophages and T-regulatory cells to promote 
progression of hepatocellular carcinoma and resistance to sorafenib. 
Gastroenterology. 2016;150:1646–58.e17.

 48. Wang T, Zhan Q, Peng X, Qiu Z, Zhao T. CCL2 influences the sensitivity of 
lung cancer A549 cells to docetaxel. Oncol Lett. 2018;16:1267–74.

 49. Xu M, Wang Y, Xia R, Wei Y, Wei X. Role of the CCL2-CCR2 signalling 
axis in cancer: mechanisms and therapeutic targeting. Cell Prolif. 
2021;54:e13115.

 50. Wu CS, Wu SY, Chen HC, Chu CA, Tang HH, Liu HS, et al. Curcumin 
functions as a MEK inhibitor to induce a synthetic lethal effect on KRAS 
mutant colorectal cancer cells receiving targeted drug regorafenib. J Nutr 
Biochem. 2019;74:108227.

 51. Keunecke A, Hoefman S, Drenth HJ, Zisowsky J, Cleton A, Ploeger BA. 
Population pharmacokinetics of regorafenib in solid tumours: exposure 
in clinical practice considering enterohepatic circulation and food intake. 
Br J Clin Pharmacol. 2020;86:2362–76.



Page 13 of 13Grünewald et al. European Journal of Medical Research          (2023) 28:147 
 

•
 
fast, convenient online submission

 •
  

thorough peer review by experienced researchers in your field

• 
 
rapid publication on acceptance

• 
 
support for research data, including large and complex data types

•
  

gold Open Access which fosters wider collaboration and increased citations 

 
maximum visibility for your research: over 100M website views per year •

  At BMC, research is always in progress.

Learn more biomedcentral.com/submissions

Ready to submit your researchReady to submit your research  ?  Choose BMC and benefit from: ?  Choose BMC and benefit from: 

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in pub-
lished maps and institutional affiliations.


	Effects of regorafenib on the mononuclearphagocyte system and how these contribute to the inhibition of colorectal tumors in mice
	Abstract 
	Background 
	Methods 
	Results 
	Conclusions 

	Background
	Methods
	Materials
	CSF1R inhibition in RAW264.7 cells
	Western blotting
	In vivo pharmacology
	Flow cytometry
	Enzyme-linked immunosorbent assay (ELISA)
	Statistical analysis

	Results
	REG and its metabolites M-2 and M-5 potently inhibit CSF1R in RAW264.7 macrophages
	REG inhibits the subcutaneous growth of CT26 CRC tumors in a dose-dependent manner
	CT26 tumors increase the number of CD115hi monocytes and the concentration of CCL2 in PB
	REG reduces the number of CD115hi monocytes but had no effect on CCL2 levels in PB
	REG transiently lowers the number of CD115hi monocytes and the levels of CCL2 in PB within 24 h after the last dose, inverse to its concentration
	REG significantly reduces the number of intratumoral F480hi macrophages and increases CCL2 levels
	No PKPD relationships between REG and intratumoral F480hi macrophages or CCL2 occur in tumor tissue
	REG reduces selective subpopulations of TAMs

	Discussion
	Conclusions
	Anchor 27
	Acknowledgements
	References


